
Whole blood samples were collected from 109 unrelated males
of Han ethnic group in Sichuan of China. DNA was extracted using
Chelex method (1). The volume of PCR reaction for each locus was
25 �L, which contained 1–5 ng human genome, 1 � Taq buffer,
1.5 mM MgCl2, 200 � M each dNTP (Pharmacia Biotech, Swe-
den), 1 U Taq polymerase (Applied Biosystems, Foster City, CA),
0.25 � M each primer (Each forward primer was 5� FAM labeled).
PCR amplifications were carried out in a GeneAmp PCR System
9600 (Perkin-Elmer, Foster City, CA). The cycling protocols were:
94°C for 1 min, followed by 30 cycles of 94°C for 30 s, 59°C for
30 s, 72°C for 40 s, and extension at 72°C for 30 min. Typing were
performed using denaturing capillary gel electrophoresis on an
ABI PRISM 310 Genetic Analyzer with laser-induced fluorescence
detection. Alleles were designated according to recommendation
of the DNA commission of the International Society of Forensic

Genetics (2). Data of population genetics and forensic science were
analyzed according to Hou’s method (3).

The complete dataset can be accessed at:  http://www.legalmed.
org/dna/DYS588.htm
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TABLE 1—Allele frequencies at three Y-STR loci in a Chinese Han population.

DYS594 DYS588 DYS557

Allele Frequency Allele Frequency Allele Frequency

8 0.0459 11 0.0182 21 0.0273
9 0.00917 12 0.1091 22 0.3636
10 0.2477 13 0.7909 23 0.1818
11 0.6330 14 0.0363 24 0.1727
12 0.0642 15 … 25 0.1364

16 0.0091 26 0.0545
17 0.2727 27 0.0364
18 0.0091 28 0.0182

29 0.0091
Gene diversity 0.5365 0.3633 0.7880
Standard error 0.0302 0.0398 0.0160

TABLE 2—Distribution of haplotypes of three Y-STR loci
in a Chinese Han population.

Haplotype DYS557 DYS588 DYS594 Number

H01 21 19 8 1
H02 21 19 11 2
H03 22 17 8 1
H04 22 18 10 1
H05 22 19 8 3
H06 22 19 10 9
H07 22 19 11 19
H08 22 19 12 2
H09 22 22 10 1
H10 22 23 9 1
H11 22 23 10 1
H12 22 23 11 1
H13 23 19 10 6
H14 23 19 11 13
H15 23 20 11 1
H16 24 17 11 1
H17 24 19 10 5
H18 24 19 11 11
H19 24 19 12 1
H20 24 24 10 1
H21 25 18 11 3
H22 25 19 10 2
H23 25 19 11 5
H24 25 19 12 3
H25 25 20 10 1
H26 25 20 11 1
H27 26 18 11 3
H28 26 18 12 1
H29 26 19 11 2
H30 27 18 11 1
H31 27 19 11 2
H32 27 20 11 1
H33 28 18 11 2
H34 29 18 11 1

Haplotype diversity 0.9332, Standard error 0.00790.


